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Fig. S1. Pictures of the main colony were automatically captured every day from 18 October 2015 to 14
April 2016 with a digital camera protected by a waterproof housing. We could not take pictures of the
main colony on some days (dates in red font). We could not obtain any pictures at all on 25 and 26 January
and from 28 January to 13 February because of errors
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Fig. S2. Maximum-likelihood-based phylogenetic trees constructed by using (a) 331-bp-long and (b) 604-
bp-long mtCR sequences of Acropora corals. The reference sequences were derived from studies by
Ladner and Palumbi (2012) and Suzuki et al. (2016). The GenBank accession numbers of the reference
sequences are listed in the phylogenetic trees. The reference sequences were selected to avoid duplication
of sequences in the same region and to identify the morphological/genetic lineages
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Fig. S3. Discriminant analysis of principal components (DAPC) clustering of the data obtained from the nine Acropora colonies and previous
data from Ladner and Palumbi (2012). DAPC clusters of (a) all lineages and (b) lineages related to Acropora hyacinthus. The AC-1 and AC-2
genetic lineages are related to Acropora cytherea, and the AH-A to AH-F genetic lineages are related to A. hyacinthus. Each plot depicts the
multilocus genotypes, including the nuclear loci and mtCR sequences, of the nine colonies. M: main colony; 1-8: nearby colonies



Supplement 2 to Nakajima et al. (2024) — Mar Ecol Prog Ser 749: 71-85 — https.//doi.org/10.3354/meps14730

MW?757037 Cladocopium pacificum C1t
463' MW?757036 Cladocopium pacificum

GU111885C1d*
MW?757032 Cladocopium latusorum C42 ff
MN394937 C4
27 MW?757030 Cladocopium latusorum
[— MN394943C1
441 MN394991C4
40 MN394983 C1
— MN394986 C1
MN394936 C42
50 | MN394933 C42
3 MW?757033 Cladocopium latusorum C42a
MN394939C1
——  GU111901C3bb
MN394975C1b
ON455822 Cladocopium goreaui
MW?757029 Cladocopium latusorum
MW?757031 Cladocopium latusorum C1bc
———— MW?757034 Cladocopium latusorum C1j
MW?757035 Cladocopium pacificum
AF499790 C3a
QL GU111868C3v
FJ529595C3nt
49 GU111896C113
—— 2002C
[———————— FJ529597 C3nt
541C3.10
—1 GU111884C32
GU111870 C3y
FJ529600 C3nt
AJ621533C3
65 GU111879C3u
— 1 GU111880C3aa
AF499793 C3e
1409 C
MN394935C3
MN394979C3
GU111869 C3w
C3
C3b
c21
AF499789 C3
AF499791C3b
AF499792 C3d
FJ529594 C3nt
GU111863C3
C50f
wi FJ529601 C3nt
C3ad
1634 C
GU111905C3dd
64| 1679C
26 L 3ss3¢C
1400C
— 1374C
& 1365C
30
C50c
1601C
1372C
2072C
C50a
GU111904 C3cc
§oozd

Fig. S4. Maximum-likelihood-based phylogenetic tree of the ITS2 sequences of the symbionts
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